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Bacterial infection in plants
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What biological information to extract from different clusters ?

Which of the mutants are similar ?

Which mutant is the most severely impaired in the flg22 response ?

Analysis of each cluster :

Protein subcellular localisation 

*Membrane ? Nucleus ? Organelles ? Etc…

Protein function

*Gene regulation ? Metabolic Pathway ? Etc…

Is a mutant more affected in a specific response / pathway ?

…

… but how to identify MAPK targets ? Downstream regulators ? 
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Practical case study: cluster 17

…



Use ATTED-II as a sub-clustering tool



Matrix : 1388 transcritpomes in Arabidopsis

For every 25.000 genes, identification of the 300 most co-regulated

Use ATTED-II as a sub-clustering tool



ATTED output using the cluster 17 (132 genes)
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What‘s next ? Go beyond the prediction and test the model(s)…
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